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<160> 27 
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<210> 1 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 1 

ctgtcccgag tctggacttt 20 

<210> 2 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic 

<400> 2 

gcaaaggtgg tggtcagtat c 21 

<210> 3 

<211> 396 

<212> DNA 

<213> Homo sapiens 

<400> 3 



atgtgcttcc 


cgaaggtcct 


ctctgatgac 


atgaagaagc 


tgaaggcccg 


aatgcaccag 


60 


gctatagaaa 


gattttatga 


taaaatgcaa 


aatgcagaat 


caggacgtgg 


acaggtgatg 


120 


tcgagcctgg 


cagagctgga 


ggacgacttc 


aaagagggct 


acctggagac 


agtggcggct 


180 


tattatgagg 


agcagcaccc 


agagctcact 


cctctacttg 


aaaaagaaag 


agatggatta 


240 


cggtgccgag 


gcaacagatc 


ccctgtcccg 


gatgttgagg 


atcccgcaac 


cgaggagcct 


300 


ggggagagct 


tttgtgacaa 


gtcctacgga 


gccccacggg 


gggacaagga 


ggagctgaca 


360 


ccccagaagt 


gctctgaacc 


ccaatcctca 


aaatga 






396 



<210> 4 

<211> 567 

<212> DNA 

<213> Homo sapiens 



<400> 4 
atgtgcttcc 


cgaaggtcct 


ctctgatgac 


atgaagaagc 


tgaaggcccg 


aatgcaccag 


60 


gccatagaaa 


gattttatga 


taaaatgcaa 


aatgcagaat 


caggacgtgg 


acaggtgatg 


120 


tcgagcctgg 


cagagctgga 


ggacgacttc 


aaagagggct 


acctggagac 


agtggcggct 


180 


tattatgagg 


agcagcaccc 


agagctcact 


cctctacttg 


aaaaagaaag 


agatggatta 


240 


cggtgccgag 


gcaacagatc 


ccctgtcccg 


gatgttgagg 


atcccgcaac 


cgaggagcct 


300 


ggggagagct 


tttgtgacaa 


ggtcatgaga 


tggttccagg 


ccatgctgca 


gcggctgcag 


360 


acctggtggc 


acggggttct 


ggcctgggtg 


aaggagaagg 


tggtggccct 


ggtccatgca 


420 


gtgcaggccc 


tctggaaaca 


gttccagagt 


ttctgctgct 


ctctgtcaga 


gctcttcatg 


480 


tcctctttcc 


agtcctacgg 




ggggacaagg 


aggagc tgac 


accccagaag 




tgctctgaac 


cccaatcctc 


daddtyd 








C C *"7 

567 


<210> 5 

<211> 705 

<212> DNA 

<213> Homo sapiens 












<400> 5 
atgtgcttcc 


cgaaggtcct 


ctctgatgac 


atgaagaagc 


tgaaggcccg 


aatggtaatg 


60 


ctcctcccta 


cttctgctca 


ggggttgggg 


gcctgggtct 


cagcgtgtga 


cactgaggac 


120 


actgtgggac 


acctgggacc 


ctggagggac 


aaggatccgg 


ccctttggtg 


ccaactctgc 


180 


ctctcttcac 


agcaccaggc 


catagaaaga 


ttttatgata 


aaatgcaaaa 


tgcagaatca 


240 


ggacgtggac 


aggtgatgtc 


gagcctggca 


gagctggagg 


acgacttcaa 


agagggctac 


300 


ctggagacag 


tggcggctta 


ttatgaggag 


cagcacccag 


agctcactcc 


tctacttgaa 


360 


aaagaaagag 


atggattacg 


gtgccgaggc 


aacagatccc 


ctgtcccgga 


tgttgaggat 


420 


cccgcaaccg 


aggagcctgg 


ggagagcttt 


tgtgacaagg 


tcatgagatg 


gttccaggcc 


480 


atgctgcagc 


ggctgcagac 


ctggtggcac 


ggggttctgg 


cctgggtgaa 


ggagaaggtg 


540 


gtggccctgg 


tccatgcagt 


gcaggccctc 


tggaaacagt 


tccagagttt 


ctgctgctct 


600 


ctgtcagagc 


tcttcatgtc 


ctctttccag 


tcctacggag 


ccccacgggg 


ggacaaggag 


660 


gagctgacac 


cccagaagtg 


ctctgaaccc 


caatcctcaa 


aatga 




705 



<210> 6 

<211> 537 

<212> DNA 

<213> Homo sapiens 



-2- 



<400> 6 
atgaagaagc 


tgaaggcccg 


aatgcaccag 


gecatagaaa 


gattttatga 


taaaatgcaa 


6 0 


aatgcagaat 


caggacgtgg 


acaggtgatg 


tegagectgg 


cagagctgga 


ggacgacttc 


120 


aaagagggct 


acctggagac 


agtggcggct 


tattatgagg 


agcagcaccc 


agagctcact 


180 


cctctacttg 


aaaaagaaag 


agatggatta 


CQQtgccgaq 

ZJ ^ " J '»"' J »"» ^ 


gcaacagatc 


ccctgtcccg 


240 


gatgttgagg 


atcccgcaac 


egaggagect 


ggggagagct 


tttgtgacaa 


QQtcatQaoa 


300 


egg c cccagg 


ccatgctgca 


gcggctgcag 


acctggtggc 


aeggggttet 


ggcctgggtg 


360 


aaggagaagg 


tggtggccct 


ggtccatgea 


gtgcaggccc 


tctggaaaca 


gttccagagt 


420 


ttctgetget 


ctctgtcaga 


gctcttcatg tcctctttcc agtcctaegg 


agccccacgg 


480 


ggggacaagg 


aggagctgac 


accccagaag 


tgctctgaac 


cccaatcctc 


aaaatga 


537 



<210> 7 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Cys Phe Pro Lys Val Leu Ser Asp Asp Met Lys Lys Leu Lys Ala 
1 5 10 " 15 

Arg Met His Gin Ala lie Glu Arg Phe Tyr Asp Lys Met Gin Asn Ala 
20 25 30 

Glu Ser Gly Arg Gly Gin Val Met Ser Ser Leu Ala Glu Leu Glu Asp 
35 40 45 

Asp Phe Lys Glu Gly Tyr Leu Glu Thr Val Ala Ala Tyr Tyr Glu Glu 
50 55 60 

Gin His Pro Glu Leu Thr Pro Leu Leu Glu Lys Glu Arg Asp Gly Leu 
65 70 75 80 

Arg Cys Arg Gly Asn Arg Ser Pro Val Pro Asp Val Glu Asp Pro Ala 
85 90 95 

Thr Glu Glu Pro Gly Glu Ser Phe Cys Asp Lys Ser Tyr Gly Ala Pro 
100 105 110 

Arg Gly Asp Lys Glu Glu Leu Thr Pro Gin Lys Cys Ser Glu Pro Gin 
115 120 125 



Ser Ser Lys 
130 



-3- 



<210> 8 

<211> 188 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Cys Phe Pro Lys Val Leu Ser Asp Asp Met Lys Lys Leu Lys Ala 
1 5 10 15 



Arg Met His Gin Ala lie Glu Arg Phe Tyr Asp Lys Met Gin Asn Ala 
20 25 30 



Glu Ser Gly Arg Gly Gin Val Met Ser Ser Leu Ala Glu Leu Glu Asp 
35 40 45 



Asp Phe Lys Glu Gly Tyr Leu Glu Thr Val Ala Ala Tyr Tyr Glu Glu 
50 55 60 



Gin His Pro Glu Leu Thr Pro Leu Leu Glu Lys Glu Arg Asp Gly Leu 
65 70 75 80 



Arg Cys Arg Gly Asn Arg Ser Pro Val Pro Asp Val Glu Asp Pro Ala 
85 90 95 



Thr Glu Glu Pro Gly Glu Ser Phe Cys Asp Lys Val Met Arg Trp Phe 
100 105 110 



Gin Ala Met Leu Gin Arg Leu Gin Thr Trp Trp His Gly Val Leu Ala 
115 120 125 



Trp Val Lys Glu Lys Val Val Ala Leu Val His Ala Val Gin Ala Leu 
130 135 140 



Trp Lys Gin Phe Gin Ser Phe Cys Cys Ser Leu Ser Glu Leu Phe Met 
145 150 155 160 



Ser Ser Phe Gin Ser Tyr Gly Ala Pro Arg Gly Asp Lys Glu Glu Leu 
165 170 175 



Thr Pro Gin Lys Cys Ser Glu Pro Gin Ser Ser Lys 
180 185 



<210> 9 

<211> 234 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Cys Phe Pro Lys Val Leu Ser Asp Asp Met Lys Lys Leu Lys Ala 



-4- 



1 



5 



10 



15 



Arg Met Val Met Leu Leu Pro Thr Ser Ala Gin Gly Leu Gly Ala Trp 
20 25 " 30 

Val Ser Ala Cys Asp Thr Glu Asp Thr Val Gly His Leu Gly Pro Trp 
35 40 45 



Arg Asp Lys Asp Pro Ala Leu Trp Cys Gin Leu Cys Leu Ser Ser Gin 
50 55 60 

His Gin Ala He Glu Arg Phe Tyr Asp Lys Met Gin Asn Ala Glu Ser 
65 70 75 80 

Gly Arg Gly Gin Val Met Ser Ser Leu Ala Glu Leu Glu Asp Asp Phe 
85 90 95 

Lys Glu Gly Tyr Leu Glu Thr Val Ala Ala Tyr Tyr Glu Glu Gin His 
100 105 110 

Pro Glu Leu Thr Pro Leu Leu Glu Lys Glu Arg Asp Gly Leu Arg Cys 
115 120 125 

Arg Gly Asn Arg Ser Pro Val Pro Asp Val Glu Asp Pro Ala Thr Glu 
130 135 140 

Glu Pro Gly Glu Ser Phe Cys Asp Lys Val Met Arg Trp Phe Gin Ala 
145 150 155 ~ 160 

Met Leu Gin Arg Leu Gin Thr Trp Trp His Gly Val Leu Ala Trp Val 
165 170 175 

Lys Glu Lys Val Val Ala Leu Val His Ala Val Gin Ala Leu Trp Lys 
180 185 190 

Gin Phe Gin Ser Phe Cys Cys Ser Leu Ser Glu Leu Phe Met Ser Ser 
195 200 205 

Phe Gin Ser Tyr Gly Ala Pro Arg Gly Asp Lys Glu Glu Leu Thr Pro 
210 215 220 

Gin Lys Cys Ser Glu Pro Gin Ser Ser Lys 
225 230 



<210> 10 

<211> 178 

<212> PRT 

<213> Homo sapiens 



-5- 



<400> 10 



Met Lys Lys Leu Lys Ala Arg Met His Gin Ala He Glu Arg Phe Tyr 
1 5 10 15 

Asp Lys Met Gin Asn Ala Glu Ser Gly Arg Gly Gin Val Met Ser Ser 
20 25 30 

Leu Ala Glu Leu Glu Asp Asp Phe Lys Glu Gly Tyr Leu Glu Thr Val 
35 ~ 40 45 

Ala Ala Tyr Tyr Glu Glu Gin His Pro Glu Leu Thr Pro Leu Leu Glu 
50 55 60 

Lys Glu Arg Asp Gly Leu Arg Cys Arg Gly Asn Arg Ser Pro Val Pro 
65 70 75 80 

Asp Val Glu Asp Pro Ala Thr Glu Glu Pro Gly Glu Ser Phe Cys Asp 
85 90 " 95 

Lys Val Met Arg Trp Phe Gin Ala Met Leu Gin Arg Leu Gin Thr Trp 
100 105 110 

Trp His Gly Val Leu Ala Trp Val Lys Glu Lys Val Val Ala Leu Val 
115 120 * 125 

His Ala Val Gin Ala Leu Trp Lys Gin Phe Gin Ser Phe Cys Cys Ser 
130 135 140 

Leu Ser Glu Leu Phe Met Ser Ser Phe Gin Ser Tyr Gly Ala Pro Arg 
145 150 155 160 

Gly Asp Lys Glu Glu Leu Thr Pro Gin Lys Cys Ser Glu Pro Gin Ser 
165 170 175 

Ser Lys 



<210> 11 

<211> 5000 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gcctagggtg gaccctattt caatatgact ggtgtccttt ggaaagggga aagggggaca 60 

gtcacaccca ggcagaacgt gatgaagatg aagatggcca tctacaaggg caggagaaac 120 

ctgaacagaa tcccagctcc gggccctcag aaggacccca cgctgcccac attgaccttg 180 

gacctccagc ctgcagatcg tgagggaaga gacgtcttcg acttagggcc ccttgtcgtg 240 



atacttcctt 




uayyaaauua 


u u u u> ct ct ct y y u. 


aagggegugg 


t tgtgctcag 


<5 Aft 


v- L yyyyy aci y 


aaaor»1~ noon 


ytLy Lyayyd 


ggaggcggga 


ggcccagcca 


ggctggaggg 


360 


fc caaaaccca 

v— *•* 3 ^» v» w 


^- y y ay v» Laya 


y y y ua. 


yyyyayuuuc 


s a 4^ 4— 4» ^» 

aagaccgctg 


agaccagtga 


420 


ccttcaacrr 


v.aya ^jj ^~ 


uyuu u uyyuu 


Lay day yy uc 


agaaggacc u 


ggt cagecaa 


4 80 


actcaoaraa 

y u L^.aya^a y 


v— ^.yyLayya u 


ycciiccdcc 


cugcagaggg 


4- /-^ 4- 4- *-» 4- 

tcccatcttg 


tcccacaggt 


54 0 




^ 2 /"» /"^ S /"» S /** ^ 

CdLCaCtdyC 


caccccucca 


acgtgcacag 


gcccctgccc 


tcacggcgcc 


600 






cugccuCCuu 


c tga t ccaga 


agtttctctg 


gectctggag 


660 




CCCCdLgCaa 


ggacagggtc 


caaattcctt 


tgtccttgga 


tcccacttgg 


720 


CuyaCyuCaC 


,*~» 4~ 4— r~* 4~ 4~ — > — «» 

cut.ccugt.ac 


tcagggagt t 


tccccagcca 


gctgtcccga 


gtctggactt 


780 


cccctcuycc 


ccuccccacu 


ctcaggctgg 


tggggtgggg 


aaagcagccc 


attcctgggc 


840 


^ ^ s a a /** 4~ 

tcdgagaccc 


ccaccccagc 


tcagagggag 


caggggccca 


gecagggacg 


gaccctcatt 


900 


/"^ 4~" ^ — > f-m J—. 

CCLCCCayyy 


accccagacc 


4- r-* 4- /-» 4- ^*»4- ^4- j— . 

cctgtctctc 


t cgggtaagt 


ctccatctct 


gtctgtctct 


960 


4- /™» 4- r-i 4— » 4— 

gtcuCLgLCL 


c uguc ug cgc 


j^>4-<-t4-4-4-4-4-^— > 

ccgtttttea 


cgcact cage 


aa gg cct cct 


gecctgagag 


1020 


aggcuccgcc 


cacuaccccc 


cac t t t cccg 


ataaaaccag 


ctgagtattt 


gtgccaggaa 


1080 


gaCLgcgugc 


agaagg tgac 


tgtctGagtg 


gagctgggtc 


atctcaggtg 


gggagttggg 


1140 


y LCCCCyaay 


ytgaggaccc 


tctggggagg 


aggg tgc t tc 


tctgagacac 


tttcttttcc 


1200 


tcacacctgt 


tcctcgccag 


caggccttgg 


ctccttgaac 


ttttggccgc 


catgtgcttc 


1260 


ccgaaggtga 


gtgagaggct 


gcgtgtgctt 


ttgtgggcat 


gtctgaaaac 


agacegtaag 


1320 


ggtgcgggtg 


ccctcagtat 


ttcccgaggt 


gcctgtgtgt 


cagggctcag 


tcaggggcac 


1380 


ccagcggcag gaggatagtg atggggtgag agtgtcagtg gaggcgctgg aggtcatatg 


1440 


tgtcgggggc 


gctggagaac 


ggcaggggtg 


tggatgagag 


ggagcacctg 


tcccaggagc 


1500 


ccttcacagc 


ccggaaagcc 


cggggcaggg 


gtggggcagg 


getctgetgg 


aaacgactcg 


1560 


gagaatgctt 


ctctcagagg 


ccggctcagc 


tgggtgggcc 


caagagcaag 


gcctgtgtgg 


1620 


gtcctggtgt 


ctcttcctcc 


tttcctgggt 


tccctccgac 


ctcccatcct 


ctaccactgc 


1680 


cccaccgcaa 


atgctaggcc 


caccacaccc 


tccagggagc 


tcttcggcct 


gtgacaatag 


1740 


gggtttccat 


gatgtggcct 


ggctcaggtt 


caggacagtg 


acceggagga 


cacatggctc 


1800 


ccgcatgtcg 


gcacggtgct 


gctttcaccc 


tggttcctgg 


gaaatcaggc 


tagegggatg 


1860 


ggaccatcgc 


tgcctgaaag 


tgtgcagaca 


gctgccctgc 


ccagaatatg 


tccccaggcc 


1920 


ctgcgcactc 


tgtgggtgac 


tgtcaccact 


ctatagtggg ggaaaccagg 


catgtcaccc 


1980 


ccgagactag 


gcccttgacg 


tgggggctca 


geggggatte 


tgtggggtgc 


ctctggcctc 


2040 


tgtggatgca 


gccacgtgtc 


tgcaggcagg 


aatggcccgg 


gacctgtggg 


tctgcatgtt 


2100 


ggcagtcggg 


aagagtggca 


ggttgtaggg 


tggacctacc 


tggcacccca 


aatattaatc 


2160 



-7- 



age tea t cag 


aQaaaaataa 
°y u j j aaL yy 


ctactattac 


cttctcaatt 


nt* fa t'nt* nnn 

y L L a Ly LL L L 


♦"aaanafri**^^ 
LaaaCaLLLL 


*5 o *5 n 


t tcct tggee 


aactctcacc 


tgggacca t a 


y L yy *- «-y L yy 


yaaav,L LayL 


n a n n n a n n n 

v-yayccciycc 


zzou 


tactccaaaa 


caQtatccat 


cctcccatat 


atotacatoa 


yyyyy L 9 t 9 L 


gtgcgcaggg 




C* y y Gt V* w w Vw. W 




nn r* f f t" a f* t C 
y y lll. l y l l l 


l l y l y ay y ay 


n n n ^ n a n n ♦■ a 
yyy LLdtCLa 


ggcccacgca 






l l y >-y ay y ay 


yyy llcill l a 


nn n n n a nnn a 

yyL-L.LaL.yL-a 


yycLCtyCLC 


ttgtgaggag 


24 6 0 


y y y l l a l La 




yy lll l y l. l l. 


f~ fot^naooan 
LcyLyayyay 


gggucacc ca 


ggcccacgca 


252 0 


y y l l l L^v.ti.v> 


l l y Lydyydy 


nn n i~ na n n t" a 
yyy LLdLL La 


n n n n n a t - n t~ 
yyLLLd LyL L 


ggcccugc cc 


t tgggcctgc 


2580 


LLay L l y a y L 


l, y y l, LLL Lya 


n a n a n n n n f" 
y ay day Ly l, l 


f* t~ n n a nh nn 
l ll l y ay l Ly 


^ ^ ^*** **^ 

LULcgaggac 


agccctggcc 


264 0 


nnh rt - 1~ t" n n a 


nnnt~nt*nann 


nn n ♦* n n t - n not 

ggctccuggg 


a n ♦* nn *r n t~ n t~ 


cctcttaccc 


tgtacctctg 


2700 


l a l y L.L L. 


r , t"nt"nt*nt*nf" 
L-LyLyuyLyu 




n fr* n t~ n f- n i~ n t~ 

9 t 9 t 9 t 9 L 9 L 


y tgugcgLgc 


acaaattatc 


2760 


l Lyy ctyyaoa 


nnt" t" a a ncrt" n 

y y L L w»yy i-y 


a n a n a nna n 

dtdLdLyydy 


a n 4" n a n tr 1 n n 


accytcatLt 


ccgcaggtcc 


2 82 0 


lull Lya Lya 


/— =i t"*"iaaoaan 
l a Lyaayaoy 


f-> j- na a n n n n 
L LyddyyLLL 


n a a ^ nn *^ a a ♦** 
yaaLyyLaaL 


#~i n 4~ n n V n ^ 
gCUCCLCCCL 


act t ctgc tc 


2 8 8 0 


d yyyy u u yyy 


y y ll Lyyy ll 


t* pannnt"nt*n 
LLdyLyLy Ly 


a/^aot"nanna 
dtdLLydygd 


cactgeggga 


cacc tgggac 


2 94 O 


cctyyaygga 


/— • 3 -3 /""in a t" nn 
LddyydLCCg 


nn nn'H 

gcccLLcggt 


n n n ^ ^ n +- n +- /-» 

gccaacLCCy 


cctcccctca 


cagcaccagg 


3 000 


r^r"*at~.a.naaao 


a l l l l a l y a l 


aaaa+~nnaaa 
dddd l y l a a a 


at~nr^ar*iaai~n 
a LyLayaa ll 


a 99 ac 9 u 99 a 


f> *~\ ft ft ^ f* fm fw y-w 

caggtgggtg 


"3 f\ C f\ 


n a i~ t~ n n n n 4~ 

yd L L LLLLL L 


n a nn n a rr^n 
LctyyLciLLciy 


f- n a n a +~ n+~ n 
yLCaCaLgtC 


cccgccceca 


ggcac t ccac 


cctgtgtggg 


312 0 


y l LLoyyy Ly 


ay day y a Lya 


ay flyyyoccc 


acaggc cccc 


tcacccctta 


ccgtgggcaa 


3180 


Ct Ly L. L Ly LaL. 


rhnnnh nnn a 
l LyyyLyyLa 


gegageggge 


gggtggggga 


t g tggacgee 


c 9999 a 9 ac ^ 


3240 


g a ggg a ggca 


L L-Laay LLLL 


a nnn n +~ n n <~ +~ 

ayyy c tec u c 


gaggaaaCaa 


caggggcgcc 


agacgtggcc 


3 3 00 


n /— t nn n n n n t~ n 

cgyg cccc t.y 


n n nnn n n n a 

y l LyyyLLLa 


gcccggggcg 


ugcgggagcL 


gaggactcac 


t999 c ttgag 


3 360 


n ;s n t"" n o n 1~ n 3 

yaL. l y a l Lya 


t" n t" ffff nn t~ n n 

tyyyy ugc 


a n a f*tf~i a n/^in 4~ 

a 9 a 99°99 CL 


L yyy CCL 99 d 


accgagtgc t 


ttgctcctaa 


342 0 


f~> —3 nn fnahoh 
uctyy uyauy l 


/-> n 3 n prt - nn n 
LyayLL l y y l 


dyagctggag 


gugagecgeg 


gec ccccccl 


ccaccaagcc 


34 8 0 


^ a n +^ n n n 4™ 

taytCCCLyy 


ntrfha nf~r n t~ 

gLLLLdyytt 


n O a n a i~*r*t *a n ^ 
CLdCdLjLjdCd 


c egggt. c t-gg 


gccccgggcc 


cccttgggaa 


3 54 0 


f- n a n n t~ nn a n 


/-•ant* rtotrrrTfT/"* 

cagugggggc 


o a n *a n +~ nnn a 
LdLdgLLjygd 


a 99999 ca 99 


caggagcagc 


atgaaccccc 


"3 c r\ r\ 
3600 


L y LyLLL LLL 


t" <*** t~ n n n n a nn 
LL. l l l l l a y y 


dLydL L L L. a a 


a /■"» a i^n n n ♦"an 

ayayyyL. LaL. 


ccyyayacay 


i~ f* ft f* ft ft f* ^ ^ *-% 

egg eggee ca 


•a c. c n 
o 6 6 0 


V- LaLyayyay 


<* , arTr* , ar , r"r"an 
Lay LaLLLay 


L.yctyL-ciLyc4L- 


/-« -3 n n a t - n t~ 
dtdLLLa LL L 


gggcaccttg 


ccttccttca 


*3 *7 *"> r\ 
J / 2 O 


LLLLLyLLLL 


y L L L L L L L L L 


LLLLLL.LLLL 


LLLLLyLLLd 1 


LLLydgdCdy 


agcctcgccc 


*i *7 o n 


l y tuyL^uoy 


y l Lyyay l y L 


ont~on^*a f~na 
ay l y y l a Lya 


f- n t~ t~ n n n +~ n a 
LLL l y y L L L a 


n t~ ft n a a n n f™ n 
CtyCadCCCC 


n -> n -i f- n f~ n n«^ 
CdddLCLCyg 




gtttaagtga 


ttctcctgcc 


tcagcctgac 


aagtagttgg 


gactacaggc 


acccgccacc 


3900 


actccaggct 


gatttttttt 


gtgtgtgttt 


ttagtagaga 


ccaggtttca 


ccatgtttgc 


3960 


caggctggtc 


ttgaactcct 


aaccttgtgt 


tccgtctgcc 


ttggcctccc 


aaagtgctga 


4020 


gattacaggc 


atgagccacc 


gggcccagcc 


aacccctgcc 


ctgtcttgat 


gtggtgtggg 


4080 



- 8 - 



cagggtgtgc ccagcccctg agcttggggt ggagggctgg gagtgacagc ctagctggga 414 0 

cctgcccatg gcctcactcc tcacacagtg gcacagccct caaggcacga tgagggccct 4200 

gacctggtga ccaagcagac acacccatcc tgtcactgcc atggaggtga atgcagagga 4260 

gggggactct gggaaaagtc cctcttgccc acggggctgt ggttgggaaa ccaacacctg 4320 

tgggcctccg tctcccaggg tcaggaaaag gctgagaggc ctgggtgtgg ccagggcctg 4380 

gggctgacac ccccacctac agaccctgaa tggtgctccc attccacagg agctcactcc 4440 

tctacttgaa aaagaaagag atggattacg gtgccgagge aacagatccc ctgtcccgga 4500 

tgttgaggat cccgcaaccg aggagcctgg ggagagcttt tgtgacaagg tcatgagatg 4560 

gttccaggcc atgctgcagc ggctgcagac ctggtggcac ggggttctgg cctgggtgaa 4620 

ggagaaggtg gtggccctgg tccatgcagt gcaggccctc tggaaacagt tccagagttt 4680 

ctgctgctct ctgtcagagc tcttcatgtc ctctttccag tcctacggag ccccacgggg 4740 

ggacaaggag gagctgacac cccagaagtg ctctgaaccc caatcctcaa aatgaagata 4800 

ctgacaccac ctttgccctc cccgtcaccg cgcacccacc ctgacccctc cctcagctgt 4860 

cctgtgcccc gccctctccc gcacactcag tccccctgcc tggcgttcct gccgcagctc 4920 

tgacctggtg ctgtcgccct ggcatcttaa taaaacctgc ttatacttcc ctggcagggg 4980 

agataccatg atcgcggagg 5000 

<210> 12 

<211> 285 

<212> DNA 

<213> Mus musculus 

<400> 12 

accgtcacat tgcccaacac ttgcttacaa atctagaact cttgttttgc aacctgccaa 60 

ccttcttttt tgcttcccct gttttttctc ctaggaagtg tgttaagaca gtacccctgt 120 

atacttacct ggcaggggag ataccatgat cacgaaggtg gttttcccag ggcgaggctt 180 

atccattgca ctccggatgt gctgacccct gcgatttccc caaatgcggg aaactcgact 240 

gcataatttg tggtagtggg ggactgcgtt cccgctctcc cctgg 285 

<210> 13 

<211> 26 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Leu Lys Ala Arg Met His Gin Ala lie Glu Arg Phe Tyr Asp Lys Met 
15 10 15 

Gin Asn Ala Glu Ser Gly Arg Gly Gin Val 
20 * 25 
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<210> 14 

<211> 46 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Val Met Leu Leu Pro Thr Ser Ala Gin Gly Leu Gly Ala Trp Val Ser 
15 10 15 

Ala Cys Asp Thr Glu Asp Thr Val Gly His Leu Gly Pro Trp Arg Asp 
20 25 30 

Lys Asp Pro Ala Leu Trp Cys Gin Leu Cys Leu Ser Ser Gin 
35 40 45 

<210> 15 

<211> 108 

<212> DNA 

<2 13 > Homo sapiens 

<400> 15 

ccgaaggtcc tctctgatga catgaagaag ctgaaggccc gaatgcacca ggctatagaa 
agattttatg ataaaatgca aaatgcagaa tcaggacgtg gacaggtg 

<210> 16 

<211> 179 

<212> PRT 

<213> Equus caballus 

<400> 16 

Met Gly Tyr Pro Lys Thr Ser Arg Glu Asp Asn Glu Arg Trp Lys lie 
1 5 10 15 

Arg Phe His Ser Thr Leu Asp Arg Trp Leu Asp Asp lie Glu Val Gin 
20 25 30 

Ser Gin Gly Glu Glu Gin Val Asp Leu Gly Leu Glu Asp Leu Glu Glu 
35 40 45 

Lys Phe Ser Glu Asn lie Leu Asp Ala Val Glu Glu His His Gin Lys 
50 55 60 

Asn Asn Ser Glu Ser Ala Pro Leu Leu Pro Asp Val Lys Pro Arg Leu 
65 70 75 80 

Arg Arg Arg Ala Gin Lys Ser Ser Val Leu Asn Pro Glu Pro Glu Gly 
85 90 95 

Pro Gly lie Leu Gin Val Glu Ala Leu Glu Ala Pro Glu Pro Glu Glu 
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100 105 110 



Ser Phe Trp Val Arg Ala Trp Arg Ser Phe Met Gly Met Leu Gin Arg 
115 120 125 



Leu Lys Gin Arg Trp Gin Ala Val Leu Ala Trp Val Arg Glu Lys Val 
130 135 140 



Ala Ala Gly Trp Gin Ala Leu Cys Ser Val Ala Gin Ser lie Asn Ser 

145 150 155 160 

Val Leu Glu Ser Phe Cys Ser Tyr Met Ala Gly Leu Phe Arg Tyr His 

165 170 175 



He Gin Val 



<210> 17 

<211> 170 

<212> PRT 

<213> Bos taurus 

<400> 17 

Met Cys Phe Ala Lys Gly Val Pro Tyr Asp Gin Ala Ser Leu Arg Ser 
15 10 15 



He Met His Lys Arg Val Asp Asp Phe Cys Asp Lys Met Gly Asn Glu 

20 25 30 

Pro Glu Glu Ala Gin Met Glu Ala Ala Leu Asp Glu Thr Glu Glu Gly 
35 40 45 



Leu Ser Glu Asp He Cys Glu Phe He Glu Asp His He Gin Glu Asn 
50 55 60 



Leu Pro Glu Ser Leu Gin Glu Ser Ser Pro Leu Leu Gin Glu Ala Arg 
65 70 75 80 

Gin Gly Val Arg Arg Arg He Gin Arg Pro Ser Val Ser Ala Arg Leu 
85 90 95 



Glu Val Gin Asn Pro Glu Glu Ser He Trp Ala Arg Ala Leu Gly Arg 
100 105 110 



Phe Gin Val He Leu Gin Ser Leu Gin Gin Arg Cys Trp Asp Ala Leu 
115 120 125 

Thr Trp Leu Arg Glu Lys Ala Val Thr Phe Leu Glu Ala He Cys Ser 
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130 135 140 



Val Val Lys Ala Val Leu Gly Val Leu Thr Asp Phe Cys Ser Ser Val 
145 150 155 160 

Gly Gin Leu Phe Gly Asn Leu lie Gin Val 
165 170 



<210> 18 

<211> 125 

<212> PRT 

<213> Equus caballus 

<400> 18 

Met Gly Tyr Pro Lys Thr Ser Arg Glu Asp Asn Glu Arg Trp Lys lie 
1 5 10 15 

Arg Phe His Ser Thr Leu Asp Arg Trp Leu Asp Asp lie Glu Val Gin 

2 0 2 5 3 0 

Ser Gin Gly Glu Glu Gin Val Cys Gin Cys Ala Pro Thr Pro Cys Ser 
35 40 45 

Arg Asn Leu Gly Gly Arg Val Val Thr Met Thr Met Arg Arg Lys Asn 
50 55 60 



Val Pro Pro Gin Val Asp Leu Gly Pro Leu Thr Ser Pro Phe Ser Gin 
65 70 75 . 80 

Arg Thr Phe Arg Ser Asp Leu Cys His Leu Pro Thr Leu Asp Leu Ser 
85 90 95 

Leu Thr Thr Ser Leu Thr Ser Leu Leu Cys Thr Ala Trp Pro Pro Cys 
100 105 110 



Pro Pro Cys Thr Ser Cys Ser Gly Phe Leu Leu Gin Val 
115 120 125 



<210> 19 
<211> 482 
<212> DNA 

<213> Equus caballus 
<400> 19 

gcacgagctc gtgccgtgtg ctgagaggcc cttggggcag gcacagcccc tggaatcctg 
agctgccatg ggctacccca agacgtccag agaagacaat gaacgttgga agatccgatt 
tcacagcact ttagaccggt ggcttgatga tatcgaagtt caatcccaag gagaggaaca 
ggtgtgtcag tgtgctccca cgccctgctc ccgtaacctc gggggtcggg tggtcacgat 
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gacgatgagg 


aggaagaacg 


tgccacctca 


ggtcgattta 


ggccctttga 


cgtccccctt 


300 


ttcacagaga 


accttcagaa 


gtgacctttg 


ccacctgcct 


acccttgacc 


tgtccttgac 


360 


cacctccctc 


acctccttgc 


tgtgcacagc 


ctggccaccc 


tgcccaccat 


gcacttcctg 


420 


ctcaggtttc 


cttctgcagg 


tctgacttgt 


ggctccagcg 


catatgtctt 


aataaagttg 


480 


tg 












482 



<210> 20 

<211> 815 

<212> DNA 

<213> Eguus caballus 

<400> 20 



ctgagaggcc 


cttggggcag 


gcacagcccc 


tggaatcctg 


agctgccatg 


ggctacccca 


60 


agacgtccag 


agaagacaat 


gaacgttgga 


agatccgatt 


tcacagcact 


ttagaccggt 


120 


ggcttgatga 


tatcgaagtt 


caatcccaag 


gagaggaaca 


ggtcgattta 


ggcctagaag 


180 


acctggagga 


aaaattcagt 


gaaaacattc 


ttgacgccgt 


ggaggagcac 


catcagaaga 


240 


acaactcaga 


atctgcgcct 


ttacttcctg 


acgtgaagcc 


caggttacgt 


cgcagagctc 


300 


agaagtcctc 


tgtcctcaac 


cctgaacctg 


agggtccagg 


gatcctgcaa 


gttgaggctc 


360 


tagaggcacc 


cgagcctgaa 






au yy a yy L ^y 


t" t* t" nrrnna 
i- Lua Lyyyyct 




tgctacagcg 


ac tgaagcag 




w ^-y w c* ^ l~ y y w 


v.- t>yyy uy l y a. 


y ci y ci a. y y uy y 


a ft o 

t± O \J 


CtQCtQQGtQ 


gcaggcccta 




cccaahccat 

w V_ W CI y V— w w C* V— 


uqu uay i— y i_ y 


u l ty ay ay l l 




tctgctccta 


t a t QQC t QQQ 


ttatttaaat 


accacatcca 


yy i -^ Lti yyyy 


y ^v,uua Lyyy 






QCftaQccaca 


ccttocaacc 


ctttaacotc 


w w V* w l~ v» C* 


L.ay ay aa^i^ l. 


DOW 


tcagaagtga 


cctttgccac 


ctgcctaecc 


ttgacctgtc 


ettgaccacc 


tccctcacct 


720 


ccttgctgtg 


cacagcctgg 


ccaccctgcc 


caccatgcac 


ttcctgctca 


ggtttccttc 


780 


tgcaggtctg 


acttgtggct 


ccagcgcata 


gtctt 






815 


<210> 21 
<211> 724 
<212> DNA 
<213> Bos 


taurus 












<400> 21 
cggattcecg 


ggatgctcag 


ctggagctct 


ggctgcagga 


tctcaggtce 


cttcgggagg 


60 


acectaagcc 


accatgtgct 


tcgctaaggg 


agtcccatat 


gaccaggctt 


ctctgaggtc 


120 


cataatgcac 


aaacgggtgg 


atgatttctg 


tgataagatg 


ggaaatgaae 


cagaagaage 


180 


acagatggag 


gcagccctag 


atgagacgga 


ggagggactc 


agcgaggaca 


tctgtgaatt 


240 


catagaagat 


cacattcaag 


agaaccttcc 


cgaatccctg 


caggagtcca 


gtcccttgct 


300 


tcaggaagca 


cggcaaggag 


tacgccgcag 


aatccagaga 


ccttcagtct 


ctgcccgtct 


360 
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ggaggtccag 


aatccggaag 


agagcatctg 


ggccagagcc 


ctggggaggt 


tccaagtaat 


420 


tctgcagagt 


ctccagcagc 


ggtgttggga 


tgcgctcacc 


tggctgcggg 


aqaaqqcqqt 


480 


gaccttcctg 


gaggccatct 


gcaqtqtggt 


qaaqqccqtc 


ttQQQaqtac 


tgacggat tt 


540 


ctgctcctct 


gtggggcagc 


tcttcggaaa 


cctcatccag 


gtctaggagc 


cgcaggtggt 


600 


tctggaggaa 


ctcctcctca 


tctaggaggc 


cctgcaccat 


ccccttccca 


gaaaccatct 


660 


tgtgaagcga 


cctttgcact 


cctgctcacc 


cttgacccat 


cctttaactg 


ccctcacctc 


720 


ctgt 












724 



<210> 


22 


<211> 


218 


<212> 


PRT 


<213> 


BOS 


<400> 


22 



Met Cys Phe Thr Lys Arg Asp Pro Arg Val Leu Ala Ser Phe Arg Val 
15 10 15 

Leu Met Val Arg Ser Ser Phe Pro Arg lie Ala Gly Val Arg Glu Ala 
20 25 30 

Trp Val Leu Leu Gly Glu Ala Glu Asn lie Leu Ala His Leu Gly Pro 
35 40 45 

Ser Arg Glu Lys Asn Arg Asp Ser Phe Thr Gin Val His Leu Cys Ser 
50 55 60 

Gin His Asn Leu Val Asp Glu Phe Phe Asp Thr Met Glu Asn Glu Pro 
65 70 75 80 

Glu Gly Ala Gin Met Glu Ala Val Leu Ala Glu Thr Lys Glu Lys Phe 
85 90 95 

lie Lys Asp Ala Phe Lys Val Met Asp Asn His lie Gin Glu Asn Ser 
100 105 110 

Pro Glu Thr Leu Lys Glu Ser Ser Pro Leu Leu Gin Glu Ala Arg Gin 
115 120 125 

Glu Val Arg Cys Arg lie Gin Arg Arg Ser Val Ser Thr Ser Leu Glu 
130 135 140 



Val Gin Asn Pro Glu Glu Ser lie Trp Ala Arg Ala Leu Arg Gin Phe 
145 150 155 " 160 



Leu Gly lie Leu Gin Ser Phe Leu Ser Gly Cys Arg Asp Ala Leu Thr 
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165 170 175 

Trp Leu Trp Glu Lys Ala Ala Ala Cys Leu Gin Ala He Cys Ser Ala 
180 185 190 

Val Glu Ala Leu Trp Glu Val Leu Thr Asp Phe Cys Ser Phe Val Gly 
195 200 * " 205 

Gin Leu Leu Cys Arg Ser Leu He Gin Val 
210 215 

<210> 23 

<211> 863 

<212> DNA 

<213> Bos taurus 

<400> 23 



cgggatctca 


gctggagctc 


tggctgcagg 


atctcaggtc 


ccagcggcag 


gaccctaagc 


60 


caccatgtgc 


ttcactaaga 


gagacccacg 


tgtcctggct 


tctttcaggg 


tgttaatggt 


120 


aagaagctca 


tttccacgta 


tagctggggt 


tcgggaggcc 


tgggttctgc 


tgggtgaagc . 


180 


tgagaacatt 


ctggcccact 


tgggacccag 


cagggagaag 


aaccgagatt 


cttttactca 


240 


agtccatctc 


tgttcacagc 


acaaccttgt 


agatgaattt 


ttcgatacaa 


tggaaaatga 


300 


accagaagga 


gcacagatgg 


aggcagtcct 


agcagagact 


aaggagaaat 


tcatcaagga 


360 


cgcctttaaa 


gtcatggata 


atcacattca 


agagaacagt 


cccgaaaccc 


tgaaggagtc 


420 


cagtcccttg 


cttcaggaag 


cacggcaaga 


agtacgctgc 


agaatccaga 


gacgctccgt 


480 


ctceacctct 


ctggaggtcc 


agaatccgga 


agagagcatc 


tgggccagag 


ecctgcggca 


540 


gttcttgggc 


attctgcaga 


gtttcctgtc 


cgggtgtcgg 


gatgcgctca 


cctggctgtg 


600 


ggagaaggcc 


gcggcctgcc 


tacaggccat 


ctgcagtgcg 


gtggaggccc 


tctgggaagt 


660 


gctcacggat 


ttctgctcct 


ttgttgggca 


gctcttatgc 


agaagcctca 


tccaggtcta 


720 


agagcctcac 


atggttctgg 


aggagcccca 


cctcattcag 


aaggccctgt 


acgatgccct 


780 


tcccggaaac 


catcttctga 


agcgaccttt 


accctcctgc 


tcacecttga 


cccatccttt 


840 


aactgccctc 


ccctcctgtc 


ctg 








863 



<210> 24 

<211> 127 

<212> PRT 

<213> Ovis aries 

<400> 24 

Met Cys Phe Ala Arg Gly Val Pro His Asp Gin Ala Ser Leu Arg Ser 
15 10 15 
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Met Leu His Thr Trp Val Asp His Val Cys Asp Lys Met Gly Asn Glu 
20 25 30 

Pro Glu Glu Ala Gin Met Glu Ala Ala Leu Ala Glu Met Glu Glu Glu 
35 40 45 

Leu Ser Lys Asp Val Cys Glu Ser Trp Lys lie Thr Phe Lys Arg Thr 
50 55 60 

Phe Pro Asn Pro Cys Arg Ser Pro Val Pro Cys Phe Arg Lys Arg Ser 
65 70 75 80 

Lys Lys Tyr Ala Ala Glu Ser Arg Asp Pro Gin Ser Leu Pro Val Trp 
85 90 95 

Arg Thr Arg Asn Arg Lys Arg Ala Ser Gly Pro Glu Pro Cys Gly Gly 
100 105 110 

Ser Glu Val Phe Cys Gly Val Ser Gly Ser Gly Val Ala Met Tyr 



<210> 25 
<211> 811 
<212> DNA 
<213> Ovis aries 

<400> 25 

ctgcggtacc ggtccggatt cccgggcgag acagtgctca gctggagctc tggctgcagg 60 

atctcagatc ccagccggag gaccctaatc caccatgtgc ttcgctaggg gagtcccaca 120 

tgaccaggct tctctgagga gcatgctgca cacctgggtg gatcatgtct gtgataagat 180 

gggaaatgaa ccagaagaag cacagatgga ggcagcccta gcagagatgg aggaggaact 240 

cagcaaggat gtctgtgaat catggaagat cacattcaag agaaccttcc cgaatccctg 300 

caggagtcca gtcccttgct tcaggaagcg cagcaagaag tacgccgcag aatccagaga 360 

ccctcagtct ctgcctgtct ggaggaccag aaaccggaag agagcatctg ggccagagcc 420 

ctgcggcggt tccgaggttt tctgcggagt ctctggcagc ggtgttgcga tgtactgacc 480 

tggctgcagg agaaggcggc ggcctgcctg gaggccgtct gcagtgcggt gaagaccatc 540 

tggggagtgc tgacggattt ctgctcctct gtggggcagc tcttcagaaa cctcatccag 600 

gtctaggagc cccaggtcgt tcttgaggaa ctgctcctca tctagaaggc cctgcacaat 660 

ccccttccca gaaaccatct tctgaagcga cctttaccct cctgttcacc ctteaccaat 720 

cctttaactg ccctcacetc ctgtctgcag ggacgacacc acaacatcaa gccaggtttc 780 

ccttctccaa gtctgacccg tctgtcaggg a 811 
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<210> 26 

<211> 141 

<212> PRT 

<213> Sus scrofa 

<400> 26 

Met Arg Gly Val Ser Ala Thr Arg Thr Leu Pro Lys Ala Gly Pro Gin 
1 5 10 15 

Pro Arg Ser Gly Leu Gly Leu Pro Leu Pro Arg Arg Val Pro Glu Pro 
20 25 30 

Pro Pro lie Pro Ala Glu Ser Ser Pro Leu Leu Asn Glu Val Arg Gin 
35 40 45 

Gly Val Arg Ser Arg Val Arg Arg Pro Pro Gly His Asn Gin Pro His 
50 55 60 

Tyr Ala Leu Ala Val Arg Glu Pro Arg Gin Ser Thr Phe Arg Arg He 
65 70 75 80 

Leu Glu Leu Phe Glu Glu Met Leu Lys Arg Leu Gin Gin Arg Trp Arg 
85 90 95 

Gly Ala Leu Ala Trp Val Gin Glu Arg Ala Ala Ala Cys Phe Arg Gly 
100 105 * 110 

Leu Cys Arg Ala Leu Glu Ala Phe Trp Ser Leu Val Gin Ser Phe Cys 
115 120 125 

Ser Ser Met Gly His Ala Phe Gly Ser Val He Gin Val 
130 135 140 

<210> 27 

<211> 603 

<212> DNA 

<213> Sus scrofa 

<400> 27 

atgacttgga ggggaactga gcggccaggc ccagcccctg ggaaaagtcc tggggtctgt 60 

ggggctgttg gcaggaaagc agcctgtgtc caaggcgggg catgaggggg gtgtctgcca 120 

ccaggactct cccaaaggca gggcctcagc caaggtcagg actggggctg cctctcccca 180 

Sgcgggtccc tgaaccaccc cccatccctg cagaatccag tcctctgctc aacgaagtcc 240 

ggcagggagt ccgttctaga gtccgaaggc ctcctggcca caaccagcca cattatgcge 300 

tagcggtccg ggagcccagg cagagcactt tcagacgcat ccttgagctg tttgaggaaa 360 

tgctgaagcg cctgcagcag aggtggaggg gtgccctggc ttgggtgcag gaaagggctg 420 



- 17- 



ctgcctgctt ccggggcttg tgcagggccc ttgaagcttt ctggagcctg gtgcagagtt 480 

tttgctcctc catggggcac gccttcggga gtgtcatcca ggtctaaggt gctccaggtg 540 

aaataagagt ttctagagca caacctcccc ctgccttggc taaaaaggca gctgtaagcc 600 

ttt 603 
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